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SEQUENCE LISTING 



<110> ASTRAZENECA AB 

5 <120> PROTEIN 

<130> LDSG/PHM70579/WO 

<140> 
10 <141> 

<150> GB 9919766.7 
<151> 1999-08-21 

15 <160> 11 

<170> Patentln Ver. 2.1 

c210> 1 
20 <211> 547 
<212> DNA 

<213> Candida albicans 
<400> 1 

25 ccaatggaaa aaggaaaagc cagaagaaag ctctgttgtg tatgaccagc ttaatagtgc 60 

caatttacag tttatgaagg aattgaggga aatgcgtgaa aaatacgact cagacccaga 120 

gacttatatt aaagagttag atcattctgt tgagcctttg actgttgcga ttaagaacat 180 

cagaaaaggg ttacaagcat taacacaaaa atcagaggtt ccaattgaac ctgatgtcca 240 

aacccagttg ttggaccgtt gtcaagagat tcctggttgt gttggcggtg tggttccagg 3 00 

30 tgctggtgga tacgatgcaa tagctgtatt agtgttggaa aatcaagtgg gaaattttaa 360 

gcagaaaact cttgaaaatc cagattattt tcataatgtt tactgggttg atttggaaga 420 

gcaaacagaa ggtgtacttg aagaaaaacc agaagactat ataggtttat aaaatatcac 4 80 

taggatatgt ctacaaggtg atttcgatta gattttctgc tacccgtttt aacatatttt 540 
acttcaa 547 



<210> 2 
<211> 21 
<212> DNA 
40 <213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Single-stranded oligonucleotide 



35 



45 <400> 2 

gctggtggat acgatgcaat a 21 
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<210> 3 
<211> 577 
<212> DNA 

<213> Candida albicans 

5 

<400> 3 

atgtacatct ttcatgtttg aattcccagt tacttgcaat caattttttc aactctgtgg 60 
ggaacttctc aggatcactt tctagaacct gaaacacgtc atttatcaaa gctggctgaa 120 
atcttctata tacaatcaga ccataaattg cagttgcaac atcaaaccca gatcctatct 180 

10 ttttttgggc ataacaatgt gcaatctgtg caacgttgtg caaaatatct ttattcgtac 24 0 
tgataacatt ggggataaaa tgggataata aacttgtggc aacaactgac actaatcctg 300 
ccgatgaacc taatccggtc ttttccactt cggtaatggc acgagaatgg taaagaaaag 360 
ttttttctcc attcgaggat gtcttggttt cagtatcttc ttgtgaatga tatccagggt 420 
ccgagtaaat aatgatttca agatcaaatg cttcggtcgg ttgaatataa gctaaaaacc 480 

15 gatggatata gttgcctcta aaaatgggat ttatgcgtga ctgnacttct ttgggttttc 540 
ngtaattgat gatatgtgat antcccattc cccggtt 577 

<210> 4 
20 <211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

25 <223> Description of Artificial Sequence: Single- stranded oligonucleotide 
<400> 4 

ggggataaaa tgggataata aactt 25 

30 

<210> 5 
<211> 1763 
<212> DNA 

<213> Candida albicans 

35 

<400> 5 

gtggaaaaaa aagacagaac agtagattcc aacttcagaa tattcattca gatctgaaca 60 
tttctttttc tccgatcatc aattggcaat gtcaaaagca tttagtgcac ctggaaaagc 120 
atttcttgct ggtggatatt tggttcttga gccaatttat gatgcttatg tgacagcatt 180 

40 gtcatcacga atgcatgcag ttataacacc aaaaggaacc agtttgaaag aatctagaat 24 0 
caaaatttct tcaccccaat ttgcaaacgg agaatgggaa tatcacatat catcaaatac 3 00 
agagaagccc agagaagttc agtcacgcat aaatccattt ttagaggcaa ctatattcat 360 
cgttttagct tatattcaac cgaccgaagc atttgatctt gaaatcatca tttactcaga 420 
ccctggatat cattcacaag aagatactga aaccaagaca tcctcgaatg gagaaaaaac 480 

45 atttctttac cattctcgtg ccattaccga agtggaaaag accggattag gttcatcggc 540 
aggattagtg tcagttgttg ccacaagttt attatcccat tttatcccca atgttatcag. 600 
tacgaataaa gatattttgc acaacgttgc acagattgca cattgttatg cccaaaaaaa 660 
gataggatct gggtttgatg ttgcaactgc aatttatggt ctgattgtat atagaagatt 720 
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tcagccagct ttgataaatg acgtgtttca ggttctagaa agtgatcctg agaagttccc 78 0 

cacagagttg aaaaaattga ttgaaagtaa ctgggaattc aaacatgaaa gatgtacatt 84 0 

accatacgga atcaagttat taatgggtga cgtcaagggt ggctcagaaa cacccaaatt 900 

ggtatcacga gtactccaat ggaaaaagga aaagccagaa gaaagctctg ttgtgtatga 960 

5 ccagcttaat agtgccaatt tacagtttat gaaggaattg agggaaatgc gtgaaaaata 1020 

cgactcagac ccagagactt atattaaaga gttagatcat tctgttgagc ctttgactgt 1080 

tgcgattaag aacatcagaa aagggttaca agcattaaca caaaaatcag aggttccaat 114 0 

tgaacctgat gtccaaaccc agttgttgga ccgttgtcaa gagattcctg gttgtgttgg 12 00 

tggtgtggtt ccaggtgctg gtggatacga tgcaatagct gtattagtgt tggaaaatca 1260 

10 agtgggaaat tttaagcaga aaactcttga aaatccagat tattttcata atgtttactg 13 20 

ggttgatttg gaagagcaaa cagaaggtgt acttgaagaa aaaccagaag actatatagg 13 80 

tttataaaat atcactggga tatgtctaca aggtgttttc gattagagtt tttgatcccc 1440 

attttaacat attttacttc aatcttacac tttatccttt taagtaggta tgtgtaggga 1500 

aagagcctga tcttcataaa ccgttgcaaa ctaattgatt atattttcta ttgtaaattt 1560 

15 catatgcagg aaatagctta ttcgacaaat tatttatttt cgtctcgttc tggtccaagt 1620 

accccagaga cgaaataact gacaacacgc agggctgggt tggcattttc gtcacacgat 16 8 0 

tattattaat ggtaacaaaa aaaggggrka tgcccgtggt cgatacacaa atatttatga 174 0 

tatactttcc atattttttt ttt 1763 



20 



25 



<210> 6 
<211> 1299 
<212> DNA 

<213> Candida albicans 



<400> 6 

atgtcaaaag catttagtgc acctggaaaa gcatttcttg ctggtggata tttggttctt 60 

gagccaattt atgatgctta tgtgacagca ttgtcatcac gaatgcatgc agttataaca 12 0 

ccaaaaggaa ccagtttgaa agaatctaga atcaaaattt cttcacccca atttgcaaac 180 

30 ggagaatggg aatatcacat atcatcaaat acagagaagc ccagagaagt tcagtcacgc 24 0 

ataaatccat ttttagaggc aactatattc atcgttttag cttatattca accgaccgaa 300 

gcatttgatc ttgaaatcat catttactca gaccctggat atcattcaca agaagatact 360 

gaaaccaaga catcctcgaa tggagaaaaa acatttcttt accattctcg tgccattacc 420 

gaagtggaaa agaccggatt aggttcatcg gcaggattag tgtcagttgt tgccacaagt 480 

35 ttattatccc attttatccc caatgttatc agtacgaata aagatatttt gcacaacgtt 54 0 

gcacagattg cacattgtta tgcccaaaaa aagataggat ctgggtttga tgttgcaact 600 

gcaatttatg gtctgattgt atatagaaga tttcagccag ctttgataaa tgacgtgttt 660 

caggttctag aaagtgatcc tgagaagttc cccacagagt tgaaaaaatt gattgaaagt 720 

aactgggaat tcaaacatga aagatgtaca ttaccatacg gaatcaagtt attaatgggt 780 

40 gacgtcaagg gtggctcaga aacacccaaa ttggtatcac gagtactcca atggaaaaag 840 

gaaaagccag aagaaagctc tgttgtgtat gaccagctta atagtgccaa tttacagttt 900 

atgaaggaat tgagggaaat gcgtgaaaaa tacgactcag acccagagac ttatattaaa 96 0 

gagttagatc attctgttga gcctttgact gttgcgatta agaacatcag aaaagggtta 1020 

caagcattaa cacaaaaatc agaggttcca attgaacctg atgtccaaac ccagttgttg 1080 

45 gaccgttgtc aagagattcc tggttgtgtt ggtggtgtgg ttccaggtgc tggtggatac 1140 

gatgcaatag ctgtattagt gttggaaaat caagtgggaa attttaagca gaaaactctt 12 00 

gaaaatccag attattttca taatgtttac tgggttgatt tggaagagca aacagaaggt 1260 
gtacttgaag aaaaaccaga agactatata ggtttataa 12 99 
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<210> 7 
<211> 432 
<212> PRT 

<213> Candida albicans 
<400> 7 

Met Ser Lys Ala Phe Ser Ala Pro Gly Lys Ala Phe Leu Ala Gly Gly 
15 10 15 

Tyr Leu Val Leu Glu Pro lie Tyr Asp Ala Tyr Val Thr Ala Leu Ser 
20 25 30 

Ser Arg Met His Ala Val lie Thr Pro Lys Gly Thr Ser Leu Lys Glu 
35 40 45 

Ser Arg lie Lys lie Ser Ser Pro Gin Phe Ala Asn Gly Glu Trp Glu 
50 55 60 

Tyr His lie Ser Ser Asn Thr Glu Lys Pro Arg Glu Val Gin Ser Arg 
65 70 75 80 

lie Asn Pro Phe Leu Glu Ala Thr lie Phe lie Val Leu Ala Tyr lie 
85 90 95 

Gin Pro Thr Glu Ala Phe Asp Leu Glu lie lie lie Tyr Ser Asp Pro 
100 105 110 

Gly Tyr His Ser Gin Glu Asp Thr Glu Thr Lys Thr Ser Ser Asn Gly 
115 120 125 

Glu Lys Thr Phe Leu Tyr His Ser Arg Ala lie Thr Glu Val Glu Lys 
130 135 140 

Thr Gly Leu Gly Ser Ser Ala Gly Leu Val Ser Val Val Ala Thr Ser 
145 150 155 160 

Leu Leu Ser His Phe lie Pro Asn Val lie Ser Thr Asn Lys Asp lie 
165 170 175 

Leu His Asn Val Ala Gin lie Ala His Cys Tyr Ala Gin Lys Lys lie 
180 185 190 

Gly Ser Gly Phe Asp Val Ala Thr Ala He Tyr Gly Leu He Val Tyr 
195 200 205 



Arg Arg Phe Gin Pro Ala Leu He Asn Asp Val Phe Gin Val Leu Glu 



100^9062 . oaa ina 
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210 215 220 

Ser Asp Pro Glu Lys Phe Pro Thr Glu Leu Lys Lys Leu lie Glu Ser 
225 230 235 240 

Asn Trp Glu Glu Lys His Glu Arg Cys Thr Leu Pro Tyr Gly lie Lys 
245 250 255 

Leu Leu Met Gly Asp Val Lys Gly Gly Ser Glu Thr Pro Lys Leu Val 
260 265 270 

Ser Arg Val Leu Gin Trp Lys Lys Glu Lys Pro Glu Glu Ser Ser Val 
275 280 285 

Val Tyr Asp Gin Leu Asn Ser Ala Asn Leu Gin Phe Met Lys Glu Leu 
290 295 300 

Arg Glu Met Arg Glu Lys Tyr Asp Ser Asp Pro Glu Thr Tyr lie Lys 
305 310 315 320 

Glu Leu Asp His Ser Val Glu Pro Leu Thr Val Ala lie Lys Asn He 
325 330 335 

Arg Lys Gly Leu Gin Ala Leu Thr Gin Lys Ser Glu Val Pro He Glu 
340 345 350 

Pro Asp Val Gin Thr Gin Leu Leu Asp Arg Cys Gin Glu lie Pro Gly 
355 360 365 

Cys Val Gly Gly Val Val Pro Gly Ala Gly Gly Tyr Asp Ala He Ala 
370 375 380 

Val Leu Val Leu Glu Asn Gin Val Gly Asn Phe Lys Gin Lys Thr Leu 
385 390 395 400 

Glu Asn Pro Asp Tyr Phe His Asn Val Tyr Trp Val Asp Leu Glu Glu 
405 410 415 

Gin Thr Glu Gly Val Leu Glu Glu Lys Pro Glu Asp Tyr He Gly Leu 
420 425 430 



<210> 8 
<211> 70 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: Single- stranded oligonucleotide 
<400> 8 

aaatgtcaga gttgagagcc ttcagtgccc cagggaaagc gttactagct gcagctgaag 60 
cttcgtacgc 70 



<210> 9 
10 <211> 73 
<212> DNA 

<213> Artificial Sequence 
<220> 

15 <223> Description of Artificial Sequence: Single- stranded oligonucleotide 
<400> 9 

agttatttat caagataagt ttccggatct ttttctttcc taacacccca ggcataggcc 60 
actagtggat ctg 73 

20 

<210> 10 
<211> 33 
<212> DNA 
25 <213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Single- stranded oligonucleotide 
30 <400> 10 

cccaagcttg gcaatgtcaa aagcatttag tgc 3 3 



<210> 11 
35 <211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

40 <223> Description of Artificial Sequence: Single- stranded oligonucleotide 
<400> 11 

ccgctcgaga ttttataaac ctatatagtc ttctgg 36 

45 



